Obs. DP:
The observed degree of polymerization is calculated from the observed M n value using the following formula: DP = (M n -M eg ) / [M cat x + M cy (1x)] where x is the mole fraction of cationic monomer in the feed ratio. The reported number is rounded to the nearest integer. For example, the Boc-precursor of polymer 2:1 MM:CH (Table S1 ) has an M n value of 5830 Da by GPC. Its degree of polymerization is (5830-161.22) / [(214.26 * 0.67) + (125.17 * 0.33)] = 30.7, rounded off to 31 residues.
MALDI calculations:
The values derived from the MALDI data detailed in the foregoing table are determined from the highest-intensity mass peak of the spectrum according to the following methods. We do not calculate any average molecular weight or polydispersity information from the MALDI spectrum because the largest members of the polymer population are underrepresented, and the recorded spectrum cannot be assumed to be representative of the population as a whole. All information regarding polymer size is calculated only for the mass peak identified.
MALDI Target MW: The target MW value for the final compounds is calculated the same way as for the Boc-precursors, except using the mass of the deprotected cationic monomer for M cat , and using exact masses.
MALDI Obs. DP: The degree of polymerization corresponding to the highest-intensity mass peak is calculated after determining the ratio of cationic to cyclic monomer corresponding to that mass. The ratio is determined as follows:
where M ion is the mass of the complexed ion in the volatile species. The integers a and b are varied until the calculated mass is obtained, and the mass of the complexed ion (or water) is added only if it results in a more exact mass than can be obtained without. For example, the highest-intensity mass of polymer 2:1 DM:CH (Table S1 ) corresponds to a 22-mer: 161.10 + 14(128.10) + 8(125.08) + 38.964 (for K + ) = 2994.1 (the nearest calculated value to the observed m/z). Masses corresponding to (M+H 2 O) + may indicate a polymer molecule where the C-terminal β-lactam has been hydrolyzed to a carboxylic acid.
For most of the MALDI masses reported in the foregoing tables, the ratio of monomers we indicate may not correlate with the ratio of monomers in the polymerization feed. We cannot assume that all polymer molecules are volatilized with the same intensity, nor can we assume that all polymer molecules possess the same ratio of monomers as the feed. The ratio, 2:1 MM:CH for example, refers to the ratio of monomers in the entire population of molecules; individual ratios may vary from molecule to molecule. a Molecular weight assignments by MALDI were based on the highest-intensity mass peaks from the spectrum. b M n and PDI were calculated as described previously using Astra ® software. 2 c DP = degree of polymerization. d Ins = insoluble in THF, therefore preventing collection of GPC data. e NS = no spectrum was produced. 
Pulsating Bubble Surfactometry Data
Batch-to-batch reproducibility. Polymer activities were re-evaluated in subsequent batches in PBS static-and dynamic-bubble mode, as well as for toxic effects against NIH 3T3 fibroblasts. It should be noted that even the largest inter-batch variations did not alter the conclusions of our study. The labor-intensive nature of sample preparation, the PBS assays, and the cytotoxicity experiments precluded us from evaluating inter-batch variation for every polymer. However, our observations, on the whole, indicate that inter-batch variation was minimal, and in almost every case, polymer activities were reproduced within the range of uncertainty for our experiments. 
